Biological processes
ID Description pvalue p.adjust GO:0009605 response to external stimulus 6.81E-16 2.84E-13 GO:0050896 response to stimulus 2.59E-13 5.41E-11 GO:0050830 defense response to Gram-positive bacterium 1.60E-12 2.23E-10 GO:0009617 response to bacterium 8.29E-12 8.64E-10 GO:0065007 biological regulation 1.49E-11 1.24E-09 GO:0050789 regulation of biological process 3.88E-11 2.70E-09 GO:0050794 regulation of cellular process 6.65E-11 3.96E-09 GO:0051239 regulation of multicellular organismal process 2.52E-10 1.31E-08 GO:0019731 antibacterial humoral response 3.12E-10 1.37E-08 GO:0048583 regulation of response to stimulus 3.28E-10 1.37E-08 GO:0042221 response to chemical 6.23E-10 2.36E-08 GO:0002376 immune system process 1.09E-09 3.32E-08 GO:0043207 response to external biotic stimulus 1.13E-09 3.32E-08 GO:0051707 response to other organism 1.13E-09 3.32E-08 GO:0009607 response to biotic stimulus 1.27E-09 3.32E-08 GO:0042742 defense response to bacterium 1.28E-09 3.32E-08 GO:0030030 cell projection organization 3.48E-09 8.12E-08 GO:0044699 single-organism process 3.50E-09 8.12E-08 GO:0098542 defense response to other organism 3.97E-09 8.72E-08 GO:0031175 neuron projection development 4.91E-09 9.96E-08 GO:0032501 multicellular organismal process 5.02E-09 9.96E-08 GO:0044707 single-multicellular organism process 6.52E-09 1.24E-07 GO:0030182 neuron differentiation 6.94E-09 1.26E-07 GO:0048812 neuron projection morphogenesis 1.50E-08 2.60E-07 GO:0009653 anatomical structure morphogenesis 2.57E-08 4.29E-07 GO:0048699 generation of neurons 4.26E-08 6.72E-07 GO:0019222 regulation of metabolic process 4.35E-08 6.72E-07 GO:0006952 defense response 5.07E-08 7.56E-07 GO:0051704 multi-organism process 5. positive regulation of transcription, DNAtemplated 0.000117428 0.00033086 GO:0050808 synapse organization 0.000119125 0.000333389 GO:0042048 olfactory behavior 0.000120684 0.000335501 GO:0030001 metal ion transport 0.000124464 0.000343719 GO:0007423 sensory organ development 0.000146128 0.000400892 GO:0010628 positive regulation of gene expression 0.000153656 0.000418787 GO:0042127 regulation of cell proliferation 0.000157443 0.000426322 GO:1902680 positive regulation of RNA biosynthetic process 0.000158795 0.00042721 GO:0006928 cellular component movement 0.00016015 0.000428092 GO:0060284 regulation of cell development 0.00018668 0.000495831 GO:0044765 single-organism transport 0.000193524 0.000510756 GO:0007476 imaginal disc-derived wing morphogenesis 0.000196281 0.000514776 GO:0035120 post-embryonic appendage morphogenesis 0.000203877 0.000531356 GO:0050877 neurological system process 0.000227206 0.000588477 GO:0007472 wing disc morphogenesis 0.000230502 0.000593329 GO:0010604 positive regulation of macromolecule metabolic process 0.000242997 0.00062132 GO:0009891 positive regulation of biosynthetic process 0.000247244 0.00062132 GO:0031328 positive regulation of cellular biosynthetic process 0.000247244 0.00062132
